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<212> DNA 

<213> Homo sapiens 



<400> 1 

cctaattctc ctgaggctga gggagggtgg agggtctcaa ggcaacgctg gcccc 
acgac 60 

ggagtgccag gagcactaac agtaccctta gcttgctttc ctcctccctc ctttt 
tattt 120 

tcaagttcct ttttatttct ccttgcgtaa caaccttctt cccttctgca ccact 
gcccg 180 

tacccttacc cgccccgcca cctccttgct accccactct tgaaaccaca gctgt 
tggca 240 

gggtccccag ctcatgccag cctcatctcc tttcttgcta gcccccaaag ggcct 
ccagg 300 

caacatgggg ggcccagtca gagagccggc actctcagtt gccctctggt tgagt 
tgggg 360 

ggcagctctg ggggccgtgg cttgtgccat ggctctgctg acccaacaaa cagag 
ctgca 420 

gagcctcagg agagaggtga gccggctgca ggggacagga ggcccctccc agaat 
gggga 480 
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agggtatccc tggcagagtc tcccggagca 
gagaa 540 

tggggagaga tcccggaaaa ggagagcagt 
cactc 600 

tgtcctgcac ctggttccca ttaacgccac 
gaggt 660 

gatgtggcaa ccagctctta ggcgtgggag 
gtccg 720 

aatccaggat gctggagttt atctgctgta 
acttt 780 

caccatgggt caggtggtgt ctcgagaagg 
cgatg 840 

tataagaagt atgccctccc acccggaccg 
ggtgt 900 

cttccattta caccaagggg atattctgag 
aaact 960 

taacctctct ccacatggaa ccttcctggg 
tctgt 1020 

tccccatgga gctccgaatt cttgcgtgtg 
gccag 1080 

gcattgttca gacctggtcg gggcccactg 
ctagc 1140 

ggccgctcga gggaagcacc cgccggttgg 
ctagg 1200 

gaaaacccct ggttctccat gccacacctc 
cccca 1260 

caagaagcct tatcctacgt ccttctctcc 
ctatc 1320 

tccagagatg tagctattat gcgcccgtct 
gcctt 1380 

cgcagtcaat ttactcttcg ggtcccaagg 
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gagttccgat gccctggaag cctgg 

gctcacccaa aaacagaaga agcag 
ctccaaggat gactccgatg tgaca 
aggcctacag gcccaaggat atggt 
tagccaggtc ctgtttcaag acgtg 
ccaaggaagg caggagactc tattc 
ggcctacaac agctgctata gcgca 
tgtcataatt ccccgggcaa gggcg 
actttgattt tacggatatc ttgct 
tgtagatgag gggcggggga cgggc 
gaagcatcca gaacagcacc accat 
ccgaagtcca cgaagccgcc ctctg 
tctccaggtg ccctctgcct cttca 
atctatcgga ccccagtttc catca 
acagggggtg cccgacgatg acggt 
tttggctttc acgcgctcca ttgcc 
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ccggc 1440 

gtggcaggcc attccaaggc cttccgggct ggaactggtg tcggaggagc ctcgg 
gtgta 1500 

tcgtacgccc tggtgttggt gttgcctcac tcctctgagc tcttctttct gatca 
agccc 1560 

tgcttaaagt taaataaaat agaatgaatg ataaaaaaaa aaaaaaa 
1607 



<210> 2 

<211> 247 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Pro Ala Ser Ser Pro Phe Leu Leu Ala Pro Lys Gly Pro Pro 
Gly 

1 5 10 15 

Asn Met Gly Gly Pro Val Arg Glu Pro Ala Leu Ser Val Ala Leu 
Trp 

20 25 30 

Leu Ser Trp Gly Ala Ala Leu Gly Ala Val Ala Cys Ala Met Ala 
Leu 

35 40 45 

Leu Thr Gin Gin Thr Glu Leu Gin Ser Leu Arg Arg Glu Val Ser 
Arg 

50 55 60 

Leu Gin Gly Thr Gly Gly Pro Ser Gin Asn Gly Glu Gly Tyr Pro 
Trp 

65 70 75 

80 

Gin Ser Leu Pro Glu Gin Ser Ser Asp Ala Leu Glu Ala Trp Glu 
Asn 
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85 90 95 



Gly Glu Arg Ser Arg Lys Arg Arg Ala Val Leu Thr Gin Lys Gin 
Lys 

100 105 110 



Lys Gin His Ser Val Leu His Leu Val Pro lie Asn Ala Thr Ser 
Lys 

115 120 125 



Asp Asp Ser Asp Val Thr Glu Val Met Trp Gin Pro Ala Leu Arg 
Arg 

130 135 140 



Gly Arg Gly Leu Gin Al.a Gin Gly Tyr Gly Val Arg lie Gin Asp 
Ala 

145 150 155 

160 

Gly Val Tyr Leu Leu Tyr Ser Gin Val Leu Phe Gin Asp Val Thr 
Phe 

165 170 175 



Thr Met Gly Gin Val Val Ser Arg Glu Gly Gin Gly Arg Gin Glu 
Thr 

180 185 190 

Leu Phe Arg Cys lie Arg Ser Met Pro Ser His Pro Asp Arg Ala 
Tyr 

195 200 205 

Asn Ser Cys Tyr Ser Ala Gly Val Phe His Leu His Gin Gly Asp 
lie 

210 215 220 

Leu Ser Val lie lie Pro Arg Ala Arg Ala Lys Leu Asn Leu Ser 
Pro 

225 230 235 
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240 

His Gly Thr Phe Leu Gly Leu 

24 5 

<210> 3 

<211> 15 

<212> PRT 

<213> Artificial 

<22 0 > 

<223> Synthetic peptide 
<400> 3 

Cys Pro lie Asn Ala Thr Ser Lys Asp Asp Ser Asp Val Thr Glu 
15 10 15 

<210> 4 

<211> 250 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Pro Ala Ser Ser Pro Phe Leu Leu Ala Pro Lys Gly Pro Pro 
Gly 

15 10 15 

Asn Met Gly Gly Pro Val Arg Glu Pro Ala Leu Ser Val Ala Leu 
Trp 

20 25 30 



Leu Ser Trp Gly Ala Ala Leu Gly Ala Val Ala Cys Ala Met Ala 
Leu 

35 40 45 

Leu Thr Gin Gin Thr Glu Leu Gin Ser Leu Arg Arg Glu Val Ser 
Arg 

50 55 60 

Leu Gin Gly Thr Gly Gly Pro Ser Gin Asn Gly Glu Gly Tyr Pro 
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Trp 

65 70 75 

80 

Gin Ser Leu Pro Glu Gin Ser Ser Asp Ala Leu Glu Ala Trp Glu 
Asn 

85 90 95 



Gly Glu Arg Ser Arg Lys Arg Arg Ala Val Leu Thr Gin Lys Gin 
Lys 

100 105 110 



Lys Gin His Ser Val Leu His Leu Val Pro lie Asn Ala Thr Ser 
Lys 

115 120 125 

Asp Asp Ser Asp Val Thr Glu Val Met Trp Gin Pro Ala Leu Arg 
Arg 

130 135 140 

Gly Arg Gly Leu Gin Ala Gin Gly Tyr Gly Val Arg lie Gin Asp 
Ala 

145 150 155 

160 

Gly Val Tyr Leu Leu Tyr Ser Gin Val Leu Phe Gin Asp Val Thr 
Phe 

165 170 175 

Thr Met Gly Gin Val Val Ser Arg Glu Gly Gin Gly Arg Gin Glu 
Thr 

180 185 190 

Leu Phe Arg Cys lie Arg Ser Met Pro Ser His Pro Asp Arg Ala 
Tyr 

195 200 205 

Asn Ser Cys Tyr Ser Ala Gly Val Phe His Leu His Gin Gly Asp 
He 
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210 215 220 



Leu Ser Val lie lie Pro Arg Ala Arg Ala Lys Leu Asn Leu Ser 
Pro 

225 230 235 

240 

His Gly Thr Phe Leu Gly Phe Val Lys Leu 

245 250 

<210> 5 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Pro Ala Ser Ser Pro Phe Leu Leu Ala Pro Lys Gly Pro Pro 
Gly 

15 10 15 



Asn Met Gly Gly Pro Val Arg Glu Pro Ala Leu Ser Val Ala Leu 
Trp 

20 25 30 



Leu Ser Trp Gly Ala Ala Leu Gly Ala Val Ala Cys Ala Met Ala 
Leu 

35 40 45 



Leu Thr Gin Gin Thr Glu Leu Gin Ser Leu Arg Arg Glu Val Ser 
Arg 

50 55 60 



Leu Gin Gly Thr Gly Gly Pro Ser Gin Asn Gly Glu Gly Tyr Pro 
Trp 

65 70 75 

80 

Gin Ser Leu Pro Glu Gin Ser Ser Asp Ala Leu Glu Ala Trp Glu 
Asn 

85 90 95 
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Gly Glu Arg Ser Arg Lys Arg Arg Ala Val Leu Thr Gin Lys Gin 
Lys 

100 105 110 



* Asn Asp Ser Asp Val Thr Glu Val Met Trp Gin Pro Ala Leu Arg 
Arg 

115 120 125 



Gly Arg Gly Leu Gin Ala Gin Gly Tyr Gly Val Arg lie Gin Asp 
Ala 

130 135 140 



Gly Val Tyr Leu Leu Tyr Ser Gin Val Leu Phe Gin Asp Val Thr 
Phe 

145 150 155 

160 

Thr Met Gly Gin Val Val Ser Arg Glu Gly Gin Gly Arg Gin Glu 
Thr 

165 170 175 



Leu Phe Arg Cys lie Arg Ser Met Pro Ser His Pro Asp Arg Ala 
Tyr 

180 185 190 



Asn Ser Cys Tyr Ser Ala Gly Val Phe His Leu His Gin Gly Asp 
lie 

195 200 205 



Leu Ser Val lie lie Pro Arg Ala Arg Ala Lys Leu Asn Leu Ser 
Pro 

210 215 220 



His Gly Thr Phe Leu Gly Phe Val Lys Leu 
225 230 
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